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  Main Scaffolds 
  Gene Models (2.2) 
  Unfiltered Gene Models       
    (Unincorporated Predictions) 
   Public ESTs 
   Mitochondrial Genome 
   Cufflinks-Assembled Transcripts 
   Trinity-Assembled Transcripts 

  Protein Models (2.2) 
  Unfiltered Protein Models    
    (Unincorporated Proteins) 
   Mitochondrial Proteins   

OUTPUT


Alignment Formats: 
 
   Pairwise 
  Query-anchored with  
     identities 
  Query-anchored  
    without identities 
  Flat query-anchored  
    with identities 
  Flat query-anchored  
    without identities 
  XML 
  Tabular 
  Tabular with  
    comment lines  
 


